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Outline

. Introduction to common microarray technologies
e cDNA o Affymetrix e CodelLink

. Dimension reduction: partial least squares (PLS)

. Microarray-based cancer classification & evaluation
e Classification after PLS dimension reduction
e Prediction error—avoiding gene selection bias

. Missing microarray data estimation & evaluation
e Using pairwise vs global expression—-KNN, SLR, PLSR
e Evaluation: accuracy depends on expression level
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